
                     10        20        30        40        50        60        70        80        90       100       110       120       130       140       150       160       170       180       190       
200                             
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
27080001.q  MEQLRQLGEAVGSINALMAFEDDL~HINPRQCRLLADACARALAAVTGQVRAQLRFDERGAKWRAIEAPLRELHRAFRDAEAYVRQCLDPR~GSWWARAAAMAHGTECVEQHLHNVLWCVAVALEAIDAAGEIAGSDPDELARGRLVLARKYDRDMLDPKLFEHAFGKLYLVSQELVARMDMAWKEDRWVISQMFDEMKG 
AK107091.q  MEQLRQVGEAIGGVNALMAFHDDLRCINPRQCALLAHAYALAFRAVAGELRARLRFHDRLTKWKPLDDPLRELHRVVRDGEAYIRHCLLLDPAHWWARAAAATHGTECVEHHLHNLLWCVSVVVEAVENVGEVTGSDPDELARRRLALARDYDKDLLDPKLFRERLGETFLATRELAARMDMAWKEDRWLLSQLLDERKG 
18408017.p  MEQFRQIGEVLGSLNALMVLQDDI~LINQRQCCLLLDIFSLGFNTVAEEIRHNLKLEEKHTKWRALEQPLRELYRVFKEGEMYVRNCMSNK~~DWWGKVINFHQNKDCVEFHIHNLLCYFSAVIEAIETAGEISGLDPSEMERRRVVFSRKYDREWNDPKLFQWRFGKQYLVPRDICLRFEHSWREDRWNLVEALQEKRK 
15238163.p  MEQFRQIGEVLGSLNALMVLQDDI~LINQRQCCLLLELFSLAFNTVAEEIRQNLKLEEKHTKWRALEQPLRELYRVFKEGELYVKHCMDNS~~DWWGKVINLHQNKDCVEFHIHNLFCYFSAVVEAIEAAGEISGLDPSEMERRRVVFSRKYDREWNDPKMFQWRFGKQYLLSRDICSRFEHSWREDRWNLVEALQEKRK 
15223409.p  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1ias_TGFBR  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
17550630.w  ~MQIALVLLAIYGTTTTNTLRIDQCGENALG~MQNGDIADSQITASSSFDKQSVGPQNARLHSELASGAWCPKPQINSKSYEFLQVTLNDTFLITSVETQGRYGNGTGREFASHYMIDYLRPGSQWIRYKNRTGHVYMDGNFDTTTPVIRVLDPPIVASRIRFVPS~SKNTRTVCMRAEIHGCKHEGVTYYSTVPDGSRL 
32476378.b  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MPRSRLGPLAIESPLGPDPSARDARVWRAVHIKMRKAVAVRVFQMPFGGTQESRQAFAEEWDRLKRLDHPAIVKCYGGGFE 
 
                    210       220       230       240       250       260       270       280       290       300       310       320       330       340       350       360       370       380       390       
400                    
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
27080001.q  PAAS~~KPLSKNEHRLAELLAAAMG~~~~~~~KLHPASVLLGS~DYSVRRRLGG~~RLKEVHWMGESFAMKHFIG~DTDAAGAEVALLCSVA~~HPNVAHAAYCFHDEE~~~~~KKEYFVVMDQLMAKDLGSYVKEVSCPRRRIPFPLVVAVDIMLQIARGMEYLHAK~RINHGELNPSNVLVKPR~~QPDGGYVHVKVA 
AK107091.q  PTSSPEPPLTRQEHRLADLLAAPRG~~~~~~~KLHPASVLLMS~DFHMRRRLGGNGNLKEVQWLGEAFAVKHVVGVDAEAAAAEVAALASVSP~HPNVAHCRYCFHDEE~~~~~KRELYMVMDQLMSKDLGSYVKEVNSAKRRAPLPLVVVVDTMLQIACGMAHLHSN~KMYHGNLNPSNVIVKPR~~HGD~AYLHVKVA 
18408017.p  SKSD~~~EIGKTEKRLADFLLKKLTGLEQFNGKLFPSSILVGSKDYQVRRRLGGGGQYKEIQWLGDSFVLRHFFG~DLEPLNAEISSLLSLC~~HSNILQYLCGFYDEE~~~~~RKECSLVM~ELMHKDLKSYMKENCGPRRRYLFSVPVVIDIMLQIARGMEYLHSN~EIFHGDLNPMNILLKERSHTEG~~YFHAKIS 
15238163.p  SDSD~~~DIGKTEKRLADLLLKKLTGLEQFNGKLFPSSILLGSKDYQVKKRLDADGQYKEIQWLGDSFALRHFFS~DLEPLSSEISSLLALC~~HSNILQYLCGFYDEE~~~~~RKECFLVM~ELMHKDLQSYMKENCGPRRRYLFSIPVVIDIMLQIARGMEYLHGN~DIFHGDLNPMNIHLKERSHTEG~~YFHAKIC 
15223409.p  ~~~~~~~~~~~~~~~MADFLLKHLGDGNESP~KLFPSSLLDNTKDYQVKKRLGNGSQYKEITWLGESFALRHFFG~DIDALLPQITPLLSLS~~HPNIVYYLCGFTDEE~~~~~KKECFLVM~ELMRKTLGMHIKEVCGPRKKNTLSLPVAVDLMLQIALGMEYLHSK~RIYHGELNPSNILVKPRSNQSGDGYLLGKIF 
1ias_TGFBR  EDPSLDRPFISEGTTLKDLIYDMTTSGSGSGLPLLVQRTIARTIVLQESIGKGRFGEVWRGKWRGEEVAVKIFSSREERSWFREAEIYQTVMLRHENILGFIAADNKDNG~~~TWTQLWLVSDYHEHGSLFDYLNRYTVTVEGMIKLALSTASGLAHLHMEIVGTQGKPAIAHRDLKSKNILVKKNG~~~~~~~~TCCIA 
17550630.w  DTLDFKDSMFEDSQIYTESGIKRYGSWPANRRFRSAASPFEKNQMNNSWIGWNRDTTDGRITILFEFEEVHNFTDVVLATFGNRIDGIDVIFSQDGKTFPLFSQISSSERQSLNNTSRRYDFRVPLHNRAGRKVRISIKFSSDWMFLTEVHFTSAANLTLLSEKIPPPSSAATQQLLVVCGIIFLTIFACVAYCVSVCLK 
32476378.b  ESEAYLAHELVEGSTLAEEIQ~RRGRLPWESVLELAEPLIDALMYLHDRDIVHGRITPDKVIIAGLSPVLIDVRDVDGTPPFRSGPYHVSRP~~~PSIGQMMRSAPEAP~~~~TPNDPVTARTDLYLFGALLYEALTGAPPITGSTVQEVTSNLKYQSPTSVASTVMECPVWMDRLVMQLLNKDPGQRPVSAAAVKLQLA 
 
                    410       420       430       440       450       460       470       480       490       500       510       520       530       540       550       560       570       580       590       
600                    
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
27080001.q  GYGQPAGITAGGAKASANGNANGNDNSCIWYAPEVLR~~SDGVADAAAAGRCTEKADVYSFAMICFELLTGKVPFEDNHLQGDKTSKNICAGERPLFPFQAPK~~YLTALTKRCWHADPAQRLAFASICR~~VLRYVKRFLILN~PEQQQQQQQGQTDDAPKPAVDYLDIEAQLLKKLPAWQRGGEAPRVADVPFQMFAY 
AK107091.q  GF~~~~~~~~~~~~VSGSGTAN~AANPCIWCAPEVVG~~NEAAA~~~~~~~~TEKGDVYSFGMICFELITGKIPFEDNHLQGENMSKNIRAGERPLFPFQSPK~~YLTSLTRRCWHGEAAQRPPFHSICR~~VLRYVKRFLVMNNPEQAAADAAG~~~~~AGPAVDYLDMEAQLLRRFPEWEGNG~~~~VADVPFEMYAY 
18408017.p  GFG~LTSVKNQSFSRASSRPTTPD~~PVIWYAPEVLAEMEQDLKGTAPRSKFTHKADVYSFAMVCFELITGKVPFEDDHLQGDKMAKNIRTGERPLFPFPSPK~~YLVSLIKRCWHSEPSQRPTFSSICR~~ILRYIKKFLVVN~PDHGHLQIQNP~~~~~~~LVDCWDLEARFLKKFS~MESGSHAGSVTQIPFQLYSY 
15238163.p  GFG~LSSVVK~~~AQSSSKPGTPD~~PVIWYAPEVLAEMEQDLNGKTPKSKLTHKADVYSFAMVCFELITGKVPFEDSHLQGEPMTINIRMGERPLFPFPSPK~~YLVSLIKRCWHSEPSQRPNFSSICR~~ILRYIKKFLVVN~PDHGHPQMQTP~~~~~~~LVDCWDLEARFLRKFP~GDAGSHTASVNQIPFQLYSY 
15223409.p  GFG~LNSVKGFS~SKSASLTSQNENFPFIWYSPEVLEEQEQ~~SGTAGSLKYSDKSDVYSFGMVSFELLTGKVPFEDSHLQGDKMSRNIRAGERPLFPFNSPK~~FITNLTKRCWHADPNQRPTFSSISR~~ILRYIKRFLALN~PECYSSSQQDPS~~~IAPTVDYCEIETKLLQKLS~WES~TELTKVSQVPFQMFAY 
1ias_TGFBR  DLG~~LAVRHDSATDTIDIAPNHRVGTKRYMAPEVLDDSIN~~~~~MKHFESFKRADIYAMGLVFWEIAR~RCSIGGIHEDYQLPYYDLVPSD~~~~PSVEEM~~RKVVCEQKLRPNIPNRWQSCEALRV~~MAKIMRECWYAN~~~~~~~~~~~~~~~~~~~~~~~~~~GAARLTALR~~~~~~~~~~~~~IKKTLSQL 
17550630.w  RRQKNKSVDSNVKKDLIITHMGNKPTCHVFPSNGKLSNGHYEVANDILYARSQKSTLLSVSSKSTFSCRAIPPTWTDFNFPPPPEGREEHTYSQPVSPENSSNGSYKSVRKIQALKKYPSSALLIGKAIGEGKFTMIKECIIFGGLKCAHKSTKEEDCVHGTRALGDEIACLLQCGRHPRIVELFGVDESYNLLLEHVEY 
32476378.b  EVR~~~~~~~~~~~KRSMSRSGVAEHASSGFSPLSVTDDADRKEARKLLGRKEIEAEVDS~~~~~~~IPDATPWHDQALVLLPILALLIGILVWVAWPMNESK~~~MRNEAEELLAQDTRSSMSQARISY~~LEPMLAQFPDGEHSEWAAEQIDR~~~~~~~~~VRMVEAEHALTVKMN~~~~~~~~~~~RNLPLQNEAE 
 
                    610       620       630       640       650       660       670       680       690       700       710       720       730       740       750       760       770                 
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27080001.q  RVMEREKAAGAVHVAKDRASDSG~SDGNSLYGDENGFGAMSPEHTFSAVSNGTLRSRPASSDGRLP~~~~~~~~~~~~~~~~~~~~~~~~TAKKADGKAPRQAGPQPKVKPVNTAARTPHSARRALGVKPDDHLQTNGAPTARRRTP~EMASE~~~~~~~~~~~~~~~~~  
AK107091.q  RVMERDKMS~~~NACRDRSSDSG~SDGNSLWGDDSASGGSSTTATDASASSRPLLDRSGSTRSSPPRKVAIAAAKAGKCRSGIVTRLKPSSKITASSMSVTCAGPPQKSRSMGTVRPPPVVARRTPRIKSDGHLNRAAIPPTRRRKSGGNASDSELA~~~~~~~~~~~~~  
18408017.p  RIAEKEKMSPNFNKEENSDAGESVSESVSVVEEPPTTMP~MYTKSLCLDAISEYSDTRSVYSEAPIKKTSALKKSGDTIKNRRNSISG~~~LRSPGSSPIKPRSTPKVSSPLSPFGRSSSNKANKDTRLPLSPMSP~~LSHGRRRQLTGPASDSELT~~~~~~~~~~~~~  
15238163.p  RVLEKEKMNP~~NSKESSETSE~~SESVSVVEDPPNAMITRDTKSLCLDTISEYSDTRSVYSEAPMKKVSALKKSGEMAKLRRSPSLGSEKLRSAGTSTVKARSSPKVS~PLSPFGR~~SIKARKDNRLPLSPMSP~~LTPGIRRQQTGHASDSELT~~~~~~~~~~~~~  
15223409.p  RVVERAKTCEKDNLREPSESGS~~~EWASCSEDEG~~~~~~~~~~~~~~~~GAGSDEQLSYAKE~~~~~~~~~~~~~~~~~RRLSCSS~~~~NDVGMSKKQVSNLLKRASSLKPIQKPGEIIISQYIYIYIGSLTN~~MNLVTCTNFFVLCH~~~~~~~~~~~~~~~~~~  
1ias_TGFBR  SQQEGIKM~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
17550630.w  GCIRNFWMASEAPLDTEFLVRICKDIYSAMAYLESIRIVHGHFTPNNILMDGEFHAKVCSPRGPSHHAQLRYSAPESIVNNEFTHKSDAWAVATTVYEMAYQCRQRPYEELTNEQIVDNACALLDHQPNAVVPLMPTVFNYEILQLLTRCFRVDQLERPTFERLVKPFQD  
32476378.b  RLVAEAMRYET~~FGDNATAVDKYQSMITVLGDEEQYKPLVNLARNRIAQISQADTNQTEAA~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RIITDRLKEADRMFVEGRTIAARKIWYSIEELYGSNAAVEPLVATAQSRLAETSAGAAVDKLP~~~~~~~~~~~~~~~  
 


